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2repeoioopépeia (R,S)

mirror

R Configuration S Configuration

1. Amodbidoupe 4 aplOpoUC MPOTEPALOTNTOC OLVAAOYQ HE TO OTOULKO BAPOC TWV ATOUWYV
TLOU GUVOEOVTAL LLE TO ACUUETPO KEVTPLKO ATOMO.

2. EA€yyoupe av oL apBpoi 1 €wg 3 kaBopilovv deéia (R, rectus) N aprotepn (S, sinister)
neplotpodn o€ oxEon HE Tov afova Tou SEGHOU KEVTPLKOU OLTOMOU HE TO ATOO TIOU
EXEL TO UKPOTEPO ATOULKO Bapoc (4).



2repeoioopépelia ApivoéEwy (R, S)

L-alanine D-alanine

2

. Amodidouue 4 aplOpoUc MPoTEPALOTNTOC OLVAAOYQ HE TO OTOULKO BAPOC TWV ATOUWV

nou cuvdgovtal pe Tov acuppetpo avlpaka. SH>OH>NH,>COOH>CHO>CH,0OH>CH,>H
EA£yxoupe av oL aplOpoi 1 £éwe 3 kaBopilouv deéia (R, rectus)  apiotepn (S, sinister)
nepLotpodn o€ oxEon HE Tov agova touv dsopov C-H



2repeoioopéEpelia ApivoéEwy (L, D) (R,S)

mirroe

M Configuration = Confiquratio

L isomer D isomer

Aoknon:
1. KaBopiote av n L-AAavivn gival to evavtlopepéc R S
2. KaBopiote av n L-Kvuoteivn eival to evaviiopepéc R S



2TEPEOICOMEPEIO AMIVOCEWY HE 2 AOUNMETPOUG AVOPOKES
H mTepiTTwon tng Opeovivng
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Aopun TG TTETTTIOOYAUKAVNG
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Pdwopopuliwon Opeovivng, Zepivng Kail Tupoaoivng
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H Pwo@opuAiwon €ival AVTICTPETTTA KAl ETTITPETTEI TNV
pUOMION TNG OPACTIKOTNTAG TTPWTEIVWV
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TAukoluAiwon AoTtrapayivng, Zepivng Kal @peovivng

H yAukoluAiwon €ival onuavTiki oT1a TTAQioIa TNG avooOAOYIKAG ATTOKPIONG
2 XEOOV OAEC Ol EKKPIVOUEVEC TTPWTEIVEC €ival YAUKOCUANIWMPEVEC
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Paopara atroppOPnonNg UTTEPIWOOUG OKTIVOBOAIOG
daivuAaAavivng, Tupocivng Kai TpuTTTO@AVNG
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H atroppo@non utrepiwdoug akTIVOBOAINS AaTTo TO APWHATIKA AMIVOZEQ
EMITPETTEI TNV HETPNOT TNG CUYKEVTPWONG TTPWTEIVWV/ITETTTIOIWYV



MerTIdIKOG AcoudGg
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O TeTrTIOIKOG DECHOG 1C0AYEI MIA TTOAIKOTNTA OTNV TTOAUTTETTTIOIKN
aAucida, TTPOKUTITEI £va AUIVOTEAIKO Kal £va KAPBOEUTEAIKO AKPO
To diretrTidlo R1-R2 gival d1a@opeTiKO atrd To R2-R1
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‘Exe1 yepikd xapaktRpa dSITTAOU deoHOU Kal opilel Eva eTTiTred0 OTO
OTTr0i0 UTTOXPEWTIKA TrEPIOopifovTal £§1 atopa (Ca, O, C, N, H, Ca)
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